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FIG. 1A 



5' GAG ACT CAC GGT CAA GCT AAG GCG AAG AGT GGG TGG CTG AAG CCA TAC TAT TTT 

" v &5-. ""74^ ^bOO_ Ykl 

ATA GAA TTA ATG GAA AGC AGA AAA GAC ATC ACA AAC CAA GAA GAA CTT TGG AAA 

\ too: %^ MESRKDI TNQEELWK 

^1^9 Hp lV* 1^ f*^ 

ATG AAG CCT AGG AGA AAT TTA GAA GAA GAC GAT TAT TTG CAT AAG GAC ACG GGA 

MKPRRNLEEDDYL / H \ K D T G 

\3 ^2 Ye 1 2&Q 3^9 8 

GAG ACC AGC ATG CTA AAA AGA CCT GTC CTT TTG CAT TTG CAC CA^ ACA GCC CKT 

ETSMLKRPVLLHLHQTAH 

^2,7 2^ 2^ 2\ 2 

GCT GAT GAA TTT GAC TGC CCT TCA GAA CTT CAG CAC ACA CAG GAA CTC TTT CCA 

ADEFDCPSELQHTQELFP 



2\q. 2$q 2^9 3^8 3^7 3\S 

CAG TGG CAC TTG CCA ATT AAA ATA GCT GCT ATT ATA GCA TCT CTG ACT TTT CTT 



-jp Q W H L P I K I h h I T A S L T F L 

3*3.5 3%* 3*63 3\2 ^71 3^0 

TAC ACT CTT CTG AGG GAA GTA ATT CAC CCT TTA GCA ACT TCC CAT CAA CAA TAT 

Y T I* L REVIHPLATS HQQY 

>ft9 ^8 4b^ 4^b^ 4>S 4^4 

TTT TAT AAA ATT CCA ATC CTG GTC ATC AAC AAA GTC TTG CCA ATG* GTT TCC ATC 

FYKIPILV ^v ;k N K V L P M V S 1 

H3 *S2 N 'KO ^9 4^ 

ACT CTC TTG GCA TTG GTT TAC CTG CCA GGT GTG ATA GCA GCA ATT GTC CAA CTT 

X L L A h V Y h P S V I & A I V Q L 

>9L7 5^6 5^ 5^ 5^ 

CAT AAT GGA ACC AAG TAT AAG AAG TTT CCA CAT TGG TTG GAT AAG TGG ATG TTA 

HNGTKYKKFPHWLD KWML 

5*1 ^ 5^ 5^ 5^ 

ACA AGA AAG CAG TTT GGG CTT CTC AGT TTC TTT TTT GCT GTA CTG CAT GCA ATT 

T R K O F G L L S F F F A / v) L H A I 

6^ 6^ 6^ 6^ 6^ 

TAT AGT CTG TCT TAC CCA ATG AGG CGA TCC TAC AGA TAC AAG TTG CTA AAC TGG 



Y S L S Y P M RRSYRYKLLNW 



^9 6*)^ 6\6 - 

GCA TAT CAA CAG GTC CAA CAA AAT AAA GAA GAT GCC TGG ATT GAG CAT GAT GTT 



AYQQV. QQNKEDAWIEHDV 

71^ . *7*2 7\j 7\0 7^ 7h$ 

TGG AGA ATG GAG ATT TAT GTG TCT CTG GGA ATT GTG GGA TTG GCA ATA CTG GCT 



W R M E I -X ¥ S L G IVGLAIIjA 

^7 T*£ >a,5 7^ ^,3 ^2 

CTG TTG GCT GTG ACA TCT ATT CCA TCT GTG AGT GAC TCT TTG AC A TGG AGA GAA 



L h A V 2 g I P g V SDSLTWRE 

^21 ^0 8X8 8^7 8&€ 

TTT CAC TAT ATT CAG AGC AAG CTA GGA ATT GTT TCC CTT CTA CTG GGC ACA ATA 



F H Y I Q g K LGIVSLLLGTT * 

^5 §U4 8^ ^ 3* 1 

CAC GCA TTG ATT TTT GCC TGG AAT AAG TGG ATA GAT ATA AAA CAX TTT GTA TGG 



H h h I E h H H K WIDIKQFVW 

9^ 9^ H7 9>^ 9&S 9^*4 

TAT ACA CCT CCA ACT TTT ATG ATA GCT GTT TTC CTT CCA ATT GTT GTC CTG ATA 



Y T P P T F M I A Y FLPIVVLI 

>63 >^2 l^qi lXp l>9k9 1&^8 

TTT AAA AGt ATA CTA TTC CTG CCA TGC TTG AGG AAG AAG ATA CTG AAG ATT AGA 



F'KS IIiFIfPCL RKKILKIR* 

^©3.7 rs^5 ltTS^ >€k^3 'Jtt^2 

CAT GGT S ; TGG GAA GAC GTC ACC AAA ATT AAC AAA ACT GAG ATA TGT TCC CAG TTCT* 



HGWEDVTKINKTEIC'SQL 

1^1 i*VQO 1^8 1^7 l\^6 

TAG AAT TAC TGT TTA CAC ACA TTT TTG TTC AAT ATT GAT ATA TTT TAT CAC CAA 



* NYCL HTFLFNIDI FYHQ 

1 3^5 1^5.4 lYs3 l\^2 1 ^8 1 1 1^0 

CAT TTC AAG TTT GTA TTT GTT AAT AAA ATG ATT ATT CAA GGA AAA AAA AAA AAA 



H FKFVFVNKMI IQGKKKK 



AAA AA 3 1 



FIG. 1B 



Extracellular 
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FIG. 1C 



GGC GGA GGC GGA GGC GGA GGG CGA GGG GCG GGG AGC GCC GCC TGG AGC GCG 
GCA GGT CAT ATT GAA CAT TCC AGA TAC CTA TCA TTA CTC GAT GCT GTT GAT 
AAC AGC AAG 
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FIG. 4 > 

GGGGCCCGCACCTCTGGGCAGCAGCGGCAGCCGAGACTCACGGTCAAGCTAAGGCGAAGAGTGGGTGGCTGAAGCC 

ATACTATTTTATAGAATTA^EfiGAAAGCAGAAAAGACATCACAAACCAAGAAGAACTTTGGAAAATGAAGCCTAGG 

AGAAATTTAGAAGAAGACGATTATTTGCATAAGGACACGGGAGAGACCAGCATGCTAAAAAGACCTGTGCTTTTGC 

ATTTGCACCAAACAGCCCATGCTGATGAATTTGACTGCCCTTCAGAACTTCAGCACACACAGGAACTCTTTCCACA 

GTGGCACTTGCCAATTAAAATAGCTGCTATTATAGCATCTCTGACTTTTCTTTACACTCTTCTGAGGGAAGTAATT 

CACCCCTTAGCAACTTCCCATCAACAATATTTTTATAAAATTCCAATCCTGGTCATCAACAAAGTCTTGCCAATGG 

TTTCCATCACTCTCTTGGCATTGGTTTACCTGCCAGGTGTGATAGCAGCAATTGTCCAACTTCATAATGGAACCAA 

GTATAAGAAGTTTCCACATTGGTTGGATAAGTGGATGTTAACAAGAAAGCAGTTTGGGCTTCTCAGTTTCTTTTTT 

G CTG T ACT G CAT G C AATT T AT AGT CT G T CT T ACC C AATG AG G C G ATCCT AC AG AT AC AAG T T G CT AAAC T G G G CAT 

ATCAACAGGTCCAACAAAATAAAGAAGATGCCTGGATTGAGCATGATGTTTGGAGAATGGAGATTTATGTGTCTCT 

G GG AATTGTG GG ATTGGCAATACTGGCTCTGTTGGCTGTGACATCTATTCCATCTGTGAGTGACTCTTTGACATGG 

AGAGAATTTCACTATATTC AGGTAAAT AATATATAAAATAACCCTAAGAGGTAAATCTTCTTTTTGTGTTTATGAT 

ATAGAATATGTTGACTTTACCCCATAAAAAATAACAAATGTTTTTCAACAGCAAAGATCTTATACTTGTTCCAATT 

AATAATGTGCTCTCCTGTTGTTTTCCCTATTGCTTCTAATTAGGACAAGTGTTTCCTAGACATAAATAAAAGGCAT 

TAAAATATTCTTTGTTTTTTTTTTTTTGTTTGTTTGTTTTTTGTTTGTTTGTTTGTTTTTTTGAGATGAAGTCTCG 

CTCTGTTGCCCATGCTGGAGTACAGTGGCACGATCTCGGCTCACTGCAACCTGCGCCTCCTGGGTTCAGGCGATTC 

T CTTG C CTC AG CCTCCTG AGT AG CTGGG ATT AC AGG C ACCCATC ACC ATGTCC AG CT AATT T T TGT ATTTTT AGT A 

GAGACAGGGTTTTCCCATGTTGGCCAGGCTGGTCTCGATCTCCTGACCTCAAATGATCCGCCCACCTCGGCCTCCC 

AAAGTGCTGGGATGACAGTTGTGAGCCACCACACTCAGCCTGCTCTTTCTAATATTTGAAACTTGTTAGACAATTT 

GCTACCCATCTAATGTGATATTTTAGGAATCCAATATGCATGGTTTATTATTTCTTAAAAAAAATATTCTTTTACC 

TGTCACCTGAATTTAGTAATGCCTTTTATGTTACACAACTTAGCACTTTCCAGAAACAAAAACTCTCTCCTTGAAA 

TAATAGAGTTTTTATCTACCAAAGATATGCTAGTGTCTCATTTCAAAGGCTGCTTTTTCCAGCTTACATTTTATAT 

ACTTACTCACTTGAAGTTTCTAAATATTCTTGTAATTTTAAAACTATCTCAGATTTACTGAGGTTTATCTTCTGGT 

GGTAGATTATCCATAAGAAGAGTGATGTGCCAGAATCACTCTGGGATCCTTGTCTGACAAGATTCAAAGGACTAAA 

TTTAATTCAGTCATGAACACTGCCAATTACCGTTTATGGGTAGACATCTTTGGAAATTTCCACAAGGTCAGACATT 

CGCAACTATCCCTTCTACATGTCCACACGTATACTCCAACACTTTATTAGGCATCTGATTAGTTTGGAAAGTATGC 

CTCCATCTGAATTAGTCCAGTGTGGCTTAGAGTTGGTACAACATTCTCACAGAATTTCCTAATTTTGTAGGTTCAG 

CCTGATAACCACTGGAGTTCTTTGGTCCTCATTAAATAGCTTTCTTCACACATTGCTCTGCCTGTTACACATATGA 

TGAACACTGCTTTTTAGACTTCATTAGGAATTTAGGACTGCATCTTGACAACTGAGCCTATTCTACTATATGTACA 
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ATACCTAGCCCATAATAGGTATACAATACACATTTGGTAAAACTAATTTTCAACCAATGACATGTATTTTTCAACT 
AGTAACCTAGAAATGTTTCACTTAAAATCTGAGAACTGGTTACACTACAAGTTACCTTGGAGATTCATATATGAAA 
ACGCAAACTTAGCTATTTGATTGTATTCACTGGGACTTAAGAATGCGCCTGAATAATTGTGAGTTCGATTTGTTCT 
GGCAGGCTAATGACCATTTCCAGTAAAGTGAATAGAGGTCAGAAGTCGTATAAAAGAGGTGTTGTCAGAACACCGT 
TGAGATTACATAGGTGAACAACTATTTTTAAGCAACTTTATTTGTGTAGTGACAAAGCATCCCAATGCAGGCTGAA 
ATGTTTCATCACATCTCTGGATCTCTCTATTTTGTGCAGACATTGAAAAAATTGTTCATATTATTTCCATGTTATC 
AGAATATTTGATTTTTTAAAAACATAGGCCAAGTTCATTCACTTCATTATTCATTTATCAAAATCAGAGTGAATCA 
CATTAGTCGCCTTCACAACTGATAAAGATCACTGAAGTCAAATTGATTTTTGCTATAATCTTCAATCTACCTATAT 
TTAATTGAGAATCT7UVAATGTACAAATCATTGTGTTGATTCTGCAGTGATCCTGCTATAAGTAAGACTCAGTCCCT 
GATTTTAGGTATCCTGTGAAAAGCAGAATTAAGACAAATACACAAGAGACAAAGCACAAAAAATAAATATCATAAG 
GGGATGAACAAAATGGTGGAGAAAGAGTAGACAAAGTTTTTGATCACCTGCCTTCAAAGAAAGGCTGTGAATTTTG 
TTCACTTAGACAGCTTGGAGACAAGAAATTACCCAAAAGTAAGGTGAGGAGGATAGGCAAAAAGAGCAGAAAGATG 
TGAATGGACATTGTTGAGAAATGTGATAGGAAAACAATCATAGATAAAGGATTTCCAAGCAACAGAGCATATCCAG 
ATGAGGTAGGATGGGATAAACTCTTATTGAACCAATCTTCACCAATTTTGTTTT TCTTTTGCAGA GCAAGCTAGGA 
AT TG TT T C CC T T CT ACT G G G C AC AAT AC ACG CAT T G AT TTTTGCCTG G AAT AAG TG G AT AG AT AT AAAAC AAT TT G 
TATGGTATACACCTCCAACTTTTATGATAGCTGTTTTCCTTCCAATTGTTGTCCTGATATTTAAAAGCATACTATT 
CCTGCCATGCTTGAGGAAGAAGATACTGAAGATTAGACATGGTTGGGAAGACGTCACCAAAATTAACAAAACTGAG 
ATATGTTCCCAGTTGXAQAATTACTGTTTACACACATTTTTGTTCAATATTGATATATTTTATCACCAACATTTCA 
AGTTTGTATTTGTTAATAAAATGATTATTCAAGGAAAAAAAAAAAAAAAAAAAAA (S&S*. *JO\^ 



FIG. 5 



A 

prostate pancreatic colon ALL 



. 12 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 




bladder EWS breast testicular cervical ovarian 



19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 





FIG. 6 



V 



STIfcAP-^ mm 



-i'viiis'i* 



70 
42 



& \ Uo (3- 



STRAP-> 



. .o^ ^ 



J* 



colon 

. -70 
' -42 

.'•/V.; -32 



KD 



bladder 



ovarian 



pancreatic EWS 




FIG. 7 



1 2 3 4 5 6 7 



Transferrin 

/u % : ; . . ^ * . ; V ,:&^- oi<S&i Receptor 



32- 



VS 2 

^ v ^ ^ «° 



Biotin + + + 

KD 42- 

32- 



Biotin + 



42-, .. 



FIG. 9 



10 19 28 37 46 55 

GAC TTT TAC AAA ATT CCT ATA GAG ATT GTG AAT AAA ACC TTA CCT ATA GTT GCC 



Asp 


Phe 


Tyr 


Lys 


He 


Pro 


He 


Glu 


He 


Val 


Asn 


Lys 


Thr 


Leu 


Pro 


He 


Val 


Ala 


ATT 


ACT 


64 
TTG 


CTC 


TCC 


73 
CTA 


GTA 


TAC 


82 
CTC 


GCA 


GGT 


91 
CTT 


CTG 


GCA 


100 
GCT 


GCT 


TAT 


109 
CAA 


lie 


Thr 


Leu 


Leu 


Ser 


Leu 


Val 


Tyr Leu Ala Gly Leu 


Leu 


Ala 


Ala 


Ala 


Tyr Gin 


CTT 


TAT 


118 
TAC 


GGC 


ACC 


127 
AAG 


TAT 


AGG 


136 
AGA 


TTT 


CCA 


145 
CCT 


TGG 


TTG 


154 
GAA 


ACC 


TGG 


163 
TTA 


Leu 


Tyr 


Xyr 


Gly 


Thr 


Lys 


Tyr 


Arg 


Arg 


Phe 


Pro 


Pro 


Trp 


Leu 


Glu 


Thr 


Trp 


Leu 


CAG 


TGT 


172 
AGA 


AAA 


CAG 


181 
CTT 


GGA 


TTA 


190 
CTA 


AGT 


TTT 


199 
TTC 


TTC 


GCT 


208 
ATG 


GTC 


CAT 


217 
GTT 


Gin 


Cys 


Arg 


Lys 


Gin 


Leu 


Gly Leu Leu 


Ser 


Phe 




Phe 


Ala 


Met 


Val 


His 


Val 


GCC 


TAC 


226 
AGC 


CTC 


TGC 


235 
TTA 


CCG 


ATG 


244 
AGA 


AGG 


TCA 


253 
GAG 


AGA 


TAT 


262 
TTG 


TTT 


CTC 


271 
AAC 


Ala 


Tyr 


Ser 


Leu 


Cys 


Leu 


Pro 


Met 


Arg 


Arg 


Ser 


Glu 


Arg 


Tyr 


Leu 


Phe 


Leu 


Asn 


ATG 


GCT 


280 
TAT 


CAG 


CAG 


289 
GTT 


CAT 


GCA 


298 
AAT 


ATT 


GAA 


307 
AAC 


TCT 


TGG 


316 
AAT 


GAG 


GAA 


325 
GAA 


Met 


Ala 


Tyr 


Gin 


Gin 


Val 


His 


Ala 


Asn 


He 


Glu 


Asn 


Ser Trp Asn Glu 


Glu 


Glu 


GTT 


TGG 


334 
AGA 


ATT 


GAA 


343 
ATG 


TAT 


ATC 


352 
TCC 


TTT 


GGC 


361 
ATA 


ATG 


AGC 


370 
CTT 


GGC 


TTA 


379 
CTT 


Val 


Trp Arg 


He 


Glu 


Met 


Tyr 


He 


Ser 


Phe Gly 


He 


Met 


Ser Leu Gly Leu Leu 


TCC 


CTC 


388 
CTG 


GCA 


GTC 


397 
ACT 


TCT 


ATC 


406 
CCT 


TCA 


GTG 


415 
AGC 


AAT 


GCT 


424 
TTA 


AAC 


TGG 


433 
AGA 


Ser 


Leu 


Leu 


Ala 


Val 


Thr 


Ser 


He 


Pro 


Ser 


Val 


Ser 


Asn 


Ala 


Leu 


Asn 


Trp 


Arg 


GAA 


TTC 


442 
AGT 


TTT 


ATT 


451 
CAG 


TCT 


ACA 


460 
CTT 


GGA 


TAT 


469 
GTC 


GCT 


CTG 


478 
CTC 


ATA 


AGT 


487 
ACT 
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ST*$AP-2, AA508880 (NCI_CGAP Pr6) 

ggtcgacttttcctttattcctttgtcagagatctgattcatccatatgctagaaaccaacagagtgacttttaca 
aaattcctatagagattgtgaataaaaccttacctatagttgccattactttgctctccctagtataccttgcagg 
tcttctggcagctgcttatcaactttattacggcaccaagtataggagatttccaccttggttggaaacctggtta 
cagtgtagaaaacagcttggattactaagttgtttcttcgctatggtccatgttgcctacagcctctgcttaccga 
tgagaaggtcagagagat ( lfc> *J0;^) 

STfjflVP-2, 98P4B6 SSH fragment 

TTTGCAGCTTTGCAGATACCCAGACTGAGCTGGAACTGGAATTTGTCTTCCTATTGACTCTACTTCTTTAAAAGCG 
GCTGCCCATTACATTCCTCAGCTGTCCTTGCAGTTAGGTGTACATGTGACTGAGTGTTGGCCAGTGAGATGAAGTC 
TCCTCAAAGGAAGGCAGCATGTGTCCTTTTT ( ^ ^Jo* f fc\ 



AI139607 (testis EST) 

aagaaggagaatccatttagcacctcctcagcctggctcagtgattcatatgtggctttgggaatacttgggtttt 
ttctgtttgtactcttgggaatcacttctttgccatctgttagcaatgcagtcaactggagagagttccgatttgt 
ccagtccaaactgggttatttgaccctgatcttgtgtacagcccacaccctggtgtacggtgggaagagattcctc 
agcccttcaaatctcagatggtatcttcctgcagcctacgtgttagggcttatcattccttgcactgtgctggtga 
tcaagtttgtcctaatcatgccatgtgtagacaacacccttacaaggatccgccagggctgggaaaggaactcaaa 
acactagaaaaagcattgaatggaaaatcaacatttaaaacaaagttcaatttagctggaaaaaaaaafj^ U0.*V 

R80991 (placental EST) 

ggccgcggcanccgctacgacctggtcaacctggcagtcaagcaggtcttggccanacaagagccacctctgggtg 
aaggaggaggtctggcggatggagatctacctctccctgggagtgctggccctcggcacgttgtccctgctggccg 
tgacctcactgccgtccattgcaaactcgctcaactggagggagttcagcttcgttcagtcctcactgggctttgt 
ggccntcgtgctgagcacactncacacgctcacctacggctggacccgcgccttcgaggagagccgctacaagttc 
tacctncctcccaccttcaGgntcacgctgctggtgccctgcgttcgttcatcctgggccaaagccctgtttntac 
tgccttgcattcagccgnaga ( \fc MO : W) 
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STRAP- 1 106 FYKIPILVINKVLPMVSITLLALVYLPGVIAAIVQIjHNGTKYKKFPHWLDKWMLTRKQFG 

ST^AP-2 2 FYKIPIEIVNKTLPIVAITLLSLVYLAGLLAAAYQLYYGTKYRRFPPWLETWLQCRKQLG 
****** ** ** * **** **** * ** ** **** ** ** * *** * 

STXaP-1 166 LLSFFFAVLHAIYSLSYPMRRSYRYKLLNWAYQQVQQNKEDAWIEHDVWRMEIYVSLGIV 

STfoVP-2 62 LLSFFFAMVHVAYSLCLPMRRSERYLFLNMAYQQVHANIENSWNEEEVWRIEMYISFGIM 

& ******* * *** ***** ** ** ***** * * * * *** ***** 

ST)£AP - 1 226 GLAI LALLAVTS I PSVSDSLTWREFHYI QS KLGI VSLLLGTIHALI FAWNK* 

STgAP-2 % 122 SLGLLSLLAVTSIPSVSNALNWREFSFIQSTLGYVALLISTFHVLIYGWKR 

^ * ************ ***** ******** **** * j {V 
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1. Brain 

2. Prostate 

3. LAPC-4 AD 

4. LAPC-4 Al 

5. LAPC-9 AD 

6. HeLa 

7. Murine cDNA 

8. Neg. control 
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1. Colon 

2. Ovary 

3. Leukocytes 

4. Prostate 

5. Small Intestine 

6. Spleen 

7. Testis 

8. Thymus 
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FIG. 17 



GDB Comprehei 
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